
 Research Notes Dros. Inf. Serv. 100 (2017)  54 

http://www.cibrc.nic.in/mupi.pdf;  Guo, X.Y., G.F. Sun, and Y.C. Sun 2003, Fluoride 36: 25-29;  Gupta, S.C., 
H.R. Siddique, D.K. Saxena, and D. KarChowdhuri 2005, Cell. Biol. Toxicol. 21: 149-162;  Joussen, N., D.G. 
Heckel, M. Haas, I. Schuphan, and B. Schmidt 2008, Pest. Manag. Sci. 64(1): 65-73;  Klotz, A.V., J.J. 
Stegeman, and C. Walsh 1984, Anal. Biochem. 140: 138-145;  Krebs, R.A., and M.E. Feder 1997, J. Exp. 
Biol. 200: 2007-2015;  Lewis, D.F., 2004, Pharmacogenomics 5: 305-318;  Lowry, O.H., N.J. Rosebrough, 
A.L. Farr, and R.J. Randall 1951, J. Biol. Chem. 193(1): 265-275;  Mao, W., M.A. Berhow, A.R. Zangerl, J. 
Mcgovern, and M.R. Berenbaum 2006, J. Chem. Ecol. 32: 523-536;  Mukhopadhyay, D., and A. 
Chottopadhyay 2014, Bull. Environ. Contam. Toxicol. 93: 64-70;  Nebert, D.W., and D.W. Russell 2002, 
Lancet 360: 1155-1162;  Rajak, P., M. Dutta, S. Khatun, M. Mandi, and S. Roy 2017, J. Hazard. Mater. 321: 
690-702;  Sarkar, S., M. Dutta, and S. Roy 2015a, Toxicol. Environ. Chem. 96: 1075–1087;  Sarkar, S., S. 
Podder, and S. Roy 2015b, Curr. Sci. 108(11): 2044-2050;  Siddique, Y.H., A. Fatema, S. Jyoti, F. Naz, Rahul, 
W. Khan, B.R. Singh, and A.H. Naqvi 2013, PLoS ONE 8: 1-11;  Tijet, N., C. Helvig, and R. Feyereisen 2001, 
Gene 262: 189-198;  Tohnishi, M, H. Nakao, T. Furuya, A. Seo, H. Kodama, K. Tsubata, F. Fujioka, H. 
Kodama, T. Hirooka, and T. Nishimastu 2005, J. Pestic. Sci. 30: 354-360;  United States Environmental 
Protection Agency 2010, http://www.gpo.gov/ fdsys/pkg/FR-2010-11-05/html/2010-27998.htm;  Zar, J.H., 
1999, Biostatistical Analysis. Pearson Education Singapore Pte. Ltd., New Delhi (Indian Branch), pp. 663. 
 

 
Appl-GAL4 driven transcription in adult heads.   
 
Kókity, Lilla, and László Bodai*.  Department of Biochemistry and Molecular Biology, 
University of Szeged, 6726 Szeged, Közép fasor 52., Hungary.  * e-mail: bodai@bio.u-
szeged.hu;  keywords: Appl-GAL4, adult expression, Drosophila 
 

 
Drosophila melanogaster is one of the most important invertebrate model organisms to study the aging 

process.  The proper application of genetic tools that depend on the GAL4/UAS bipartite gene expression 
system to overexpress or downregulate genes of interest in aging research requires GAL4 drivers that provide 
well-characterized expression levels in specific adult tissues.  It was previously reported that Appl-GAL4 
driven expression of UAS-Atg8a lines increased maximal and average lifespan, while the widely used pan-
neuronal elav-GAL4 driver did not provide similar effect (Simonsen, 2008), suggesting that Appl-GAL4 
provides stable adult expression.  To assess the expression level and expression pattern of Appl-GAL4 in the 
adult nervous system we decided to characterize UAS transcription driven by the P{w[+m*]=Appl-
GAL4.G1a}1, y[1] w[*] line (BDSC stock no. 32040) that is advertised to express GAL4 in the nervous 
system. 

In order to determine UAS transgene expression levels driven by Appl-GAL4 during aging we 
collected freshly eclosed Appl-GAL4/w; UAS-GFP/+ progeny of Appl-GAL4 females and w; UAS-GFP males 
and maintained them at 25°C by passing them to fresh vials every 2-3 days.  We prepared RNA samples from 
heads of 1 day, 3 days, 1 week, 2 weeks, 3 weeks, 4 weeks, and 6 weeks old female flies (10 heads per sample, 
three biological replicates per age group) using QIAzol Lysis Reagent (Qiagen).  We generated first strand 
cDNA from 0.5 μg RNA per sample using TaqMan Reverse Transcription Reagents (Thermo Scientific) with 
random hexamer primers, then measured transgene expression levels in a PikoReal Real-Time PCR system 
(Thermo Scientific) using GoTaq qPCR Master Mix (Promega) with primers specific for pUAST (Fw: CTG 
TGG TGT GAC ATA ATT GGA CAA, Rev: TGC TCC CAT TCA TCA GTT CC A, designed for the SV40 
polyA/terminator region in the pUAST vector) and with primers for the rp49 housekeeping gene that was used 
for normalization.  qPCRs were performed in duplicates and transcript levels were determined by setting Ct 
values against cDNA template calibration curves.  We found that the transcript level of UAS-GFP significantly 
decreased over time (Spearman's correlation coefficient ρ = -0.60553, P = 0.00363).  A gradual reduction in 
Appl-GAL4 driven UAS-GFP expression was most pronounced after 2 weeks of age, with heads of 4 and 6 
weeks old flies having transcript levels below 60% of that of freshly eclosed adults (Figure 1).  

Next, we investigated the expression pattern of Appl-GAL4 in the adult nervous system by visualizing 
GFP expression in dissected brains of 1 week old  Appl-GAL4/w; UAS-GFP/+females  under a  Nikon Eclipse  
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Figure 1.  Expression level of Appl-GAL4 driven 
UAS-GFP in heads of aging adults.  Bars show 
the average of three biological replicates;  error 
bars represent the standard error of mean. 
 
 
80i fluorescent microscope (Figure 2).  We found 
that the adult neuronal expression driven by 
Appl-GAL4 is not uniform.  Although low levels 
of GFP could be detected in most parts of the 
brain, high level expression was detected only in 
the mushroom body. 

In conclusion, we found that Appl-GAL4 
driven UAS expression is not uniform in the 
adult brain and its level decreases during aging − 
both issues should be taken into consideration in 
aging studies. 

 
 
 

 
Figure 2.  Appl-GAL4 driven expression of UAS-
GFP in the adult brain. 
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